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20.2: Perspectives on Protein Folding Dynamics
These models have helped drive theoretical developments that provide alternate perspectives on how proteins fold:

State Perspective
Interchange between states with defined configurations
What are the states, barriers and reaction coordinates?

Statistical Perspective
Change in global variables
Configurational entropy

Networks
Characterize conformational variation and network of
connectivity between them.
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The statistical perspective is important. The standard ways of talking about folding is in terms of activated processes, in which we
describe states that have defined structures, and which exchange across barriers along a reaction coordinate. And the emphasis is on
molecularly interpreting these states. There is nothing formally wrong with that except that it is an unsatisfying way of treating
problems where one has entropic barriers.

Folding Funnels and Configurational Entropy
Helps with entropic barriers1
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Reprinted with permission from K. A. Dill, Protein Sci. 8, 1166-1180 (1999). John Wiley and Sons 1999.

Transition State vs Ensemble Kinetics
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Reprinted with permission from K. A. Dill, Protein Sci. 8, 1166-1180 (1999). John Wiley and Sons 1999.
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